Nearly Complete Genome Sequence of a Newcastle Disease Virus Strain Isolated from a Wild Garganey (Spatula querquedula) in Russia.
This work describes the nearly complete genome sequence of Newcastle disease virus (NDV) strain NDV/Novosibirsk/garganey/27/2014, which was isolated from a wild garganey in western Siberia, Russia. The NDV strain was classified as belonging to class II of genotype I and was identified as having recent common ancestry with isolates from wild and domestic birds in China and South Korea.